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ISOLATED, NUCLEIC ACID MOLECULES WHICH 
CODE FOR GAGE TUMOR REJECTION ANTIGEN, THE 
TUMOR REJECTION ANTIGEN, AND USES THEREOF 

RELATED APPLICATION 

5 This application is a continuation-in-part of Serial No. 
08/531,662, filed September 21, 1995, which is a 
continuation-in-part of copending Serial No. 08/370,648 filed 
January 10, 1995, which is a continuation-in-part of co- 
pending patent application Serial No. 08/250,162 filed on May 
10 27, 1994, which is a continuation-in-part of Serial No. 
08/096,039 filed July 22, 1993. Both of these applications 
are incorporated by reference. 

FIELD OF THE INVENTION 

This invention relates to a nucleic acid molecule which 
15 codes for a tumor rejection antigen precursor. More particu- 
larly, the invention concerns genes, whose tumor rejection 
antigen precursor is processed, inter alia, into at least one 
tumor rejection antigen that is presented by HLA-Cw6 mole- 
cules. The genes in question do not appear to be related to 
20 other known tumor rejection antigen precursor coding se- 
quences. The invention also relates to peptides presented by 
the HLA-Cw6 molecules, and uses thereof. Also a part of the 
inventions are peptides presented by HLA-A2 9 molecules, and 
uses thereof. 

25 BACKGROUND AND PRIOR ART 

The process by which the mammalian immune system recog- 
nizes and reacts to foreign or alien materials is a complex 
one. An important facet of the system is the T lymphocyte, 
or "T cell" response. This response requires that T cells 

30 recognize and interact with complexes of cell surface mole- 
cules, referred to as human leukocyte antigens ("HLAs"), or 
major histocompatibility complexes ("MHCs"), and peptides. 
The peptides are derived from larger molecules which are 
processed by the cells which also present the HLA/MHC mole- 

35 cule. See in this regard Male et al . , Ad va nc e d 1 mmu n o 1 og v 
(J. P. Lipincott Company, 1987), especially chapters 6-10. 



f 
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The interaction of T cells and HLA/peptide complexes is 
restricted, requiring a T cell specific for a particular 
combination of an HLA molecule and a peptide. If a specific 
T cell is not present, there is no T cell response even if 
5 its partner complex is present. Similarly, there is no 
response if the specific complex is absent, but the T cell is 
present. This mechanism is involved in the immune system's 
response to foreign materials, in autoimmune pathologies, and 
in responses to cellular abnormalities. Much work has fo- 

10 cused on the mechanisms by which proteins are processed into 
the HLA binding peptides. See, in this regard, Barinaga 
Science 257: 880 (1992); Fremont et al . , Science 257: 919 
(1992); Matsumura et al . , Science 257: 927 (1992); Latron et 
al., Science 257: 964 (1992). Also see Engelhard,' Ann. Rev. 

15 Immunol. 12: 181-207 (1994). 

The mechanism by which T cells recognize cellular abnor- 
malities has also been implicated in cancer. For example, in 
PCT application PCT/US92/04 354, filed May 22, 1992, published 
on November 26, 1992, and incorporated by reference, a family 

20 of genes is disclosed, which are processed into peptides 
which, in turn, are expressed on cell surfaces, which can 
lead to lysis of the tumor cells by specific CTLs cytolytic 
T lymphocytes, or "CTLs" hereafter. The genes are said to 
code for "tumor rejection antigen precursors" or "TRAP " 

25 molecules, and the peptides derived therefrom are referred to 
as "tumor rejection antigens" or "TRAs". See Traversari et 
al., Immunogenetics 35: 145 (1992); van der Bruggen et al 
Science 254: 1643 (1991), for further information on this 
family of genes. Also, see U.S. patent application Serial 

30 Number 807,043, filed December 12, 1991, now U.S. Patent No. 
5,342,774. 

In U.S. patent application Serial Number 938,334, now 
U.S. Patent No. 5,405,940, the disclosure of which is incor- 
porated by reference, it is explained that the MAGE- 1 gene 
35 codes for a tumor rejection antigen precursor which is pro- 
cessed to nonapeptides which are presented by the HLA-A1 
molecule. The reference teaches that given the known speci- 
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ficity of particular peptides for particular HLA molecules, 
one should expect a particular peptide to bind to one HLA 
molecule, but not to others. This is important, because 
different individuals possess different HLA phenotypes. As 
5 a result, while identification of a particular peptide as 
being a partner for a specific HLA molecule has diagnostic 
and therapeutic ramifications, these are only relevant for 
individuals with that particular HLA phenotype . There is a 
need for further work in the area, because cellular abnormal - 

10 ities are not restricted to one particular HLA phenotype, and 
targeted therapy requires some knowledge of the phenotype of 
the abnormal cells at issue. 

In U.S. Patent Application Serial Number 008,446, filed 
January 22, 1993 and incorporated by reference, the fact that 

15 the MAGE - 1 expression product is processed to a second TRA is 
disclosed. This second TRA is presented by HLA- C clone 10 
molecules. The disclosure shows that a given TRAP can yield 
a plurality of TRAs . 

U.S. Patent Application Serial Number 994,928, filed 

20 December 22, 1992, and incorporated by reference herein 
teaches that tyrosinase, a molecule which is produced by some 
normal cells (e.g., melanocytes) , is processed in tumor cells 
to yield peptides presented by HLA-A2 molecules. 

In U.S. patent application Serial No. 08/032,978, filed 

25 March 18, 1993, and incorporated by reference in its en- 
tirety, a second TRA, not derived from tyrosinase is taught 
to be presented by HLA-A2 molecules. The TRA is derived from 
a TRAP, but is coded for by a non-MAGE gene. This disclosure 
shows that a particular HLA molecule may present TRAs derived 

30 from different sources. 

In U.S. patent application Serial No. 08/079,110, filed 
June 17, 1993 and incorporated by reference herein, an unre- 
lated tumor rejection antigen precursor, the so-called "BAGE" 
precursor is described. The BAGE precursor is not related to 

35 the MAGE family. 

The work which is presented by the papers, patents, and 
patent applications cited supra deals, in large part, with 
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the MAGE family of genes, and the unrelated BAGE gene, 
has now been found, however, that additional tumor rejection 
antigen precursors are expressed by cells. These tumor 
rejection antigen precursors are referred to as "GAGE" tumor 
5 rejection antigen precursors. They do not show homology to 
either the MAGE family of genes or the BAGE gene. Thus the 
present invention relates to genes encoding such TRAPs, the 
tumor rejection antigen precursors themselves as well as 
applications of both. 

Thus, another feature of the invention are peptides 
which are anywhere from 9 to 16 amino acids long, and com- 
prise the sequence: 

Xaa d,2) Trp Xaa Xaa Xaa Xaa Xaa Tyr 
(SEQ ID NO: 23) 

15 where Xaa is any amino acid and Xaa (: 2) means that l or 2 
amino acids may be N- terminal to the Trp residue. These 
peptides bind to, and/or are processed to peptide which bind 
to HLA-A29 molecules. 

The invention is elaborated upon further in the disclo- 
20 sure which follows. 

BRIEF DESCRIPTION OF THE FIGTTOBfi 

Figure 1 sets forth lysis studies using CTL clone 76/6. 

Figure 2 shows tumor necrosis factor ( "TNF" ) release assays 
obtained with various transf ectants and controls. 

25 Figure 3 compares lysis induced by cytolytic T lymphocytes of 
clone CTL 76/6. Peptides of varying length were tested, 
including SEQ ID NO: 4. 

Figure 4 presents an alignment of the cDNAs of the six GAGE 
genes discussed herein, m the figure, identical regions are 
30 surrounded by boxes. Translation initiation sites and stop 
codons are also indicated. Primers, used in polymerase chain 
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reaction as described in the examples, are indicated by 
arrows . 

Figure 5 sets forth the alignment of deduced amino acid 
sequences for the members of the GAGE family. Identical 
5 regions are shown by boxes, and the antigenic peptide of SEQ 
ID NO: 4, is shown. 

Figure 6 shows the results obtained when each of the GAGE 
cDNAs was transfected into COS cells, together with HLA-Cw6 
cDNA. Twenty- four hours later, samples of CTL 76/6 were 
10 added, and TNF release was measured after twenty-four hours. 

Figure 7 compares the stimulation of CTL 22/23 by COS -7 
cells, transfected with HLA-A29 cDNA, a MAGE, BAGE, or GAGE 
sequence, as shown. Control values are provided by MZ2- 
MEL.43 and COS cells, as stimulators. 

15 Figure 8 presents results obtained from 51 Cr release studies, 
using various peptides including SEQ ID NO: 22 and various 
peptides derived therefrom. 

DETAILED DESCRIPTION OF PREFERRED EMBODIMENTS 

Example 1 

20 A melanoma cell line, MZ2-MEL was established from 

melanoma cells taken from patient MZ2, using standard method- 
ologies. This cell line is described, e.g., in PCT Applica- 
tion PCT/US92/04354 , filed May 22, 1992, published November 
26, 1992, and incorporated by reference in its entirety. 

25 Once the cell line was established, a sample thereof was 
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irradiated, so as to render it non-prolif erative . These 
irradiated cells were then used to isolate cytolytic T cell 
clones ("CTLs") specific thereto. 

A sample of peripheral blood mononuclear cells ("PBMCs") 
5 was taken from patient MZ2 , and contacted to the irradiated 
melanoma cells. The mixture was observed for lysis of the 
melanoma cells, which indicated that CTLs specific for a 
complex of peptide and HLA molecule presented by the melanoma 
cells were present in the sample. 
10 The lysis assay employed was a chromium release assay 

following Herin et al . , int. J. Cancer 39 :390-396 (1987), the 
disclosure of which is incorporated by reference. The assay, 
however, is described herein. The target melanoma cells were 
grown in vitro , and then resuspended at 10 7 cells/ml in DMEM, 
15 supplemented with 10 mM HEPES and 30% FCS, and incubated for 
45 minutes at 37°C with 200 M Ci/inl of Na( 51 Cr)0 4 . Labelled 
cells were washed three times with DMEM, supplemented with 10 
mM Hepes. These were then resuspended in DMEM supplemented 
with 10 mM Hepes and 10% FCS, after which 100 ul aliquots 
20 containing 10 3 cells, were distributed into 96 well micro- 
plates. Samples of PBLs were added in 100 M l of the same 
medium, and assays were carried out in duplicate. Plates 
were centrifuged for 4 minutes at lOOg, and incubated for 
four hours at 37°c in an 8% CO, atmosphere. 
25 Plates were centrifuged again, and 100 ul aliquots of 

supernatant were collected and counted. Percentage of "Cr 
release was calculated as follows: 
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% 51 Cr release = (ER-SR) x 100 

(MR- SR) 

where ER is observed, experimental 51 Cr release, SR is sponta- 
neous release measured by incubating 10 3 labeled cells in 200 
5 ul of medium alone, and MR is maximum release, obtained by 
adding 100 ul 0.3% Triton X-100 to target cells. 

Those mononuclear blood samples which showed high CTL 
activity were expanded and cloned via limiting dilution, and 
were screened again, using the same methodology. The CTL 

10 clone MZ2-CTL 76/6 was thus isolated. The clone is referred 
to as ,! 76/6" hereafter. 

The same method was used to test target K562 cells, as 
well as the melanoma cell line. Figure 1 shows that this CTL 
clone recognizes and lyses the melanoma cell line, i.e. MZ2- 

15 MEL but not K562 . The clone was then tested against other 
melanoma cell lines and autologous EBV- transformed B cells in 
the same manner described supra . Figure 1 shows that autolo- 
gous B cells, transformed by Epstein Barr Virus ("EBV") were 
not lysed, and that while MZ2-MEL 3.0 was lysed by CTL clone 

20 76/6, the cell line MZ2-MEL.4F', a variant which does not 
express antigen F was not. Hence, the clone appears to be 
specific for this antigen. 

The results presented supra are inconclusive as to which 
HLA molecule presents the TRA. The lysed cell line, i.e., 

25 MZ2-MEL, is known to express HLA-A1, HLA-A29, HLA-B37, HLA- 
B44, HLA-Cw6, and HLA - C clone 10. In experiments not re- 
ported here but which follow the protocol of this example, a 
subline of MZ2-MEL was tested, which had lost expression of 
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HLA molecules A29, B44, and C clone 10. The subline was 
lysed, thus indicating that the presenting molecule should be 
one of Al, B37, or Cw6 . 



Example 2 

5 Further studies were carried out to determine if 76/6 

also produced tumor necrosis factor ( " TNF " ) when contacted 
with target cells. The method used was that described by 
Traversari et al . , Immunogenetics 35: 145-152 (1992), the 
disclosure of which is incorporated by reference. Briefly, 
10 samples of the CTL line were combined with samples of a 
target cell of interest in culture medium. After 24 hours, 
supernatant from the cultures was removed, and then tested 
on TNF-sensitive WEHI cells. Cell line MZ2-MEL.43, a sub- 
clone of the MZ2-MEL cell line discussed supra as well as in 
15 the cited references, gave an extremely strong response, and 
was used in the following experiments. 

Example 3 

The results from Example 2 indicated that MZ2.MEL.4 3 
presented the target antigen of interest. As such, it was 
20 used as a source of total mRNA to prepare a cDNA library. 

Total RNA was isolated from the cell line. The mRNA was 
isolated using an oligo-dT binding kit, following well recog- 
nized techniques. Once the mRNA was secured, it was tran- 
scribed into cDNA, via reverse transcription, using an oligo 
25 dT primer containing a NotI site, followed by second strand 
synthesis. The cDNA was then ligated to a BstXI adaptor, 
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digested with NotI, size fractionated on a Sephacryl S-500 HR 
column, and then cloned, undirect ionally , into the BstXI and 
Not I sites of pcDNA-I-Amp. The recombinant plasmid was then 
electroporated into DH5a E. coli bacteria. A total of 1500 
5 pools of 100 recombinant bacteria were seeded in microwells. 
Each contained about 100 cDNAs, because nearly all bacteria 
contained an insert. 

Each pool was amplified to saturation and plasmid DNA 
was extracted by alkaline lysis and potassium acetate precip- 
10 itation, without phenol extraction. 

Example 4 

Following preparation of the library described in Exam- 
ple 3, the cDNA was transfected into eukaryotic cells. The 
transf ections , described herein, were carried out in dupli- 

15 cate. Samples of COS-7 cells were seeded, at 15,000 cells/ 
well into tissue culture flat bottom microwells, in Dul- 
becco's modified Eagles Medium ("DMEM") supplemented with 10% 
fetal calf serum. The cells were incubated overnight at 
3 7°C, medium was removed and then replaced by 50 /il/well of 

20 DMEM medium containing 10% Nu serum, 400 pig/ml DEAE-dextran, 
and 100 /iM chloroquine, plus 100 ng of the plasmids. As was 
indicated supra , the lysis studies did not establish which 
HLA molecule presented the antigen. As a result, cDNA for 
each of the HLA molecules which could present the antigen 

25 (Al, B37, Cw6) . was used, separately, to cotransfect the 
cells. Specifically, one of 28 ng of the gene encoding HLA- 
Al, cloned into pCD-SRa was used, as were 50 ng of cDNA for 
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HLA-B37 in pcDNA-I-Amp, or 75 ng of cDNA for HLA-Cw6 in 
pcDNAI/Amp, using the same protocol as was used for trans- 
fection with the library. 

Transfection was made in duplicate wells, but only 500 
5 pools of the HLA-CW6 transf ectants could be tested in single 
wells. Following four hours of incubation at 37<>c, the 
medium was removed, and replaced by 50 „l of PBS containing 
10% DMSO. This medium was removed after two minutes and 
replaced by 200 pi of DMEM supplemented with 10% FCS. 

Following this change in medium, COS cells were incu- 
bated for 24-48 hours at 37°C. Medium was then discarded, 
and 1000-3000 cells of CTL clone 76/6 were added, in 100 „i 
of iscove's medium containing 10% pooled human serum supple- 
mented with 20-30 U/ml of IL-2 . Supernatant was removed 
15 after 24 hours, and TNF content was determined in an assay on 
WEHI cells, as described by Traversari et al . . Immunogenetics 
35: 145-152 (1992), the disclosure of which is incorporated 
by reference . 

The 1500 pools transf ected with HLA-A1, and the 1500 
20 pools transfected with HLA-B37 stimulated TNF release to a 
concentration of 15-20 pg/ml, or 2-6 pg/m i , respectively. 
Most of the HLA-CW6 transf ectants yielded 3-20 pg/ m i, except 
for one pool, which yielded more than 60 pg/ml. This pool 
was selected for further work. 



25 Example 5 

The bacteria of the selected pool were cloned, and 600 
clones were tested. Plasmid DNA was extracted therefrom, 
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transfected into a new sample of COS cells in the same manner 
as described supra , and the cells were again tested for 
stimulation of CTL clone 76/6. Ninety-four positive clones 
were found. One of these, referred to as cDNA clone 2D6, was 
5 tested further. In a comparative test COS cells were trans- 
fected with cDNA clone 2D6 and the HLA-Cw6 cDNA, HLA-Cw6 cDNA 
alone, or cDNA 2D6 alone. Control cell lines MZ2-MEL F" and 
MZ2-MEL F + were also used. TNF release into CTL supernatant 
was measured by testing it on WEHI cells, as referred to 

10 supra . The number of surviving WEHI cells was measured by 
optical density after incubation of the cells with MTT. 
Figure 2 shows that the COS cells transfected with HLA-Cw6 
and cDNA - 2D6 , and the cell line MZ2-MEL F* stimulated TNF 
release from CTL clone 76/6, indicating that HLA-Cw6 pre- 

15 sented the subject TRA. 

Example 6 

The cDNA 2D6 was sequenced following art known tech- 
niques. A sequence search revealed that the plasmid insert 
showed no homology to known genes or proteins. SEQ ID NO: 1 
20 presents cDNA nucleotide information for the identified gene, 
referred to hereafter as "GAGE" . A putative open reading 
frame is located at bases 51-467 of the molecule. The first 
two bases of this sequence are from the vector carrying the 
cDNA sequence, and are thus not part of the cDNA itself. 
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Example 7 

Following sequencing of the cDNA, as per Example 6, 
experiments were carried out to determine if cells of normal 
tissues expressed the gene. To determine this, Northern 
5 blotting was carried out on tissues and tumor cell lines, as 
indicated below. The blotting experiments used cDNA for the 
complete sequence of SEQ ID NO: 1. PC R was then used to 
confirm the results. 



Table 1. Expression of gene GAGE 



10 Normal tissues 

PHA activated T cells 
CTL clone 82/30 
Liver 
Muscle 
15 Lung 

Brain 
Kidney- 
Placenta 
Heart 

2 0 skin 

Testis 

Tumor cell lines 



Melanoma 
Lung Carcinoma 
25 Sarcoma 



7/16 
1/6 
0/1 

Thyroid medullary carcinoma o/l 



Tumor samples 



Melanoma 



i/i 
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Example 8 

Detailed analysis of normal tissues and tumors was 
carried out by applying polymerase chain reaction ("PCR") and 
the GAGE gene information described supra. 
5 First, total RNA was taken from the particular sample, 

using art recognized techniques. This was used to prepare 
cDNA . The protocol used to make the cDNA involved combining 
4 ul of reverse transcriptase buffer 5x, 1 ul of each dNTP, 
(10 mM) , 2 ul of dithiothreitol (100 mM) , 2 ul of dT-15 
10 primer (20 urn), 0.5 ul of RNasin (40 units/ul), and 1 ul of 
MoMLV reverse transcriptase (200 units/ul). Next, 6.5 ul of 
template RNA (1 ug/3.25 ul water, or 2 ug total template RNA) 
was added. The total volume of the mixture was 20 ul . This 
was mixed and incubated at 42°C for 60 minutes, after which 
15 it was chilled on ice. A total of 80 ul of water was then 
added, to 100 ul total. This mixture was stored at -20°C 
until used in PGR. 

To carry out PCR, the primers 
5'-AGA CGC TAC GTA GAG CCT-3' 
20 (sense) 

and 

5 ' - CCA TCA GGA CCA TCT TCA - 3 ' 
(ant isense) 

SEQ ID NOS : 2 and 3, respectively, were used. The reagents 
25 included 30.5 ul water, 5 ul of PCR buffer 10x, 1 ul of each 
dNTP (10 uM) , 2.5 ul of each primer (20 uM) , and 0.5 ul of 
polymerizing enzyme "Dynazyme (2 units/ul) . The total volume 
was 45 ul. A total of 5 ul of cDNA was added (this corre- 
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sponded to 100 ng total RNA) . The mixture was combined, and 
layered with one drop of mineral oil. The mixture was trans- 
ferred to a thermocycler block, preheated to 94°c, and ampli- 
fication was carried out for 30 cycles, each cycle consisting 
5 of the following: 

first denaturation: 94 °C, 4 min. 

denaturation: 94 °C, l min. 

annealing: 55 o Cf 2 min _ 

extension: 12°C, 3 min. 

10 final extension: 72°C, 15 min. 

Following the cycling, 10 ul aliquots were run on a 1.5% 
agarose gel, stained with ethidium bromide. 

cDNA amplified using the primers set forth supra yields 
a 238 base pair fragment. There is no amplification of 
15 contaminating genomic DNA, if present. 

The results are presented in Table 2, which follows. 
They confirm that the only normal tissue which expresses GAGE 
is testis, whereas a number of tumors, including melanoma, 
lung, breast, larynx, pharynx, sarcoma, testicular seminoma, 
2 0 bladder and colon express the gene. Thus, any one of these 
tumors can be assayed for by assaying for expression of the 
GAGE gene. 
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Table 2 



RT-PCR toenail of the expreeslofi of %tnt GAGE 



NORMAL TISSUES 

HetU 
Brain 
Liver 

L«B| 

Xitfiey 
Spleee 
Lymphocytes 

BOBC DUTOf 

Skis 
Neevei 

MeU&ocytet 

Fibroplasia 

Prostate 

Testis 

Overy 

Breast 

Adreaala 

Mwscle 

Placenta 

UablliceJ Cord 



TUMORS 



Cell lines 



Tom or temples 



Me)ASODA 

Luc| ceacer 

Epidermoid cuclnoms 
Adtsocarciaoaa 
So]) Cell Lot* Caaeer 

Brent caacer 

Keid tad Neck twnor 
Larym 
Pfaarysi 

Sareoma 

Testicular acBlaona 
Bladder ctDcer 
Prostate caactr 
CoJoa carcinoma 
ReoaJ ceacer 
Leukemia 



40/63 



46/146 (32ft) 



6/23 



1/4 



5/13 

0/6 

3/6 



10/41 
4/lt 
0/2 



6/15 
3/13 

6/lt 

6/6 

3/37 

2/20 

0/31 

0/45 

on* 



«4ft) 



15/146 (10ft) 



(40ft) 

(33 ft) 

(100ft) 

(14ft) 
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Example 9 

The identification of the nucleic acid molecule referred 
to in the prior examples led to further work directed to the 
determination of tumor rejection antigens presented by HLA- 
5 Cw6 molecules, and derived from the GAGE gene. 

The complete cDNA of GAGE in expression vector pcDNAI/ 
Amp was digested with restriction endonucleases NotI and 
SpHI, and then with exonuclease III following supplier's 
instruction (Erase-a-base System, Promega) . This treatment 
10 generated a series of progressive deletions, starting at the 
3 ' end . 

The deletion products were ligated back into pcDNAI/Amp, 
and then electroporated into E. coli strain DH5a'lQ, using 
well known techniques. The transf ormants were selected with 

15 ampicillin (50 micrograms /ml) . 

Plasmid DNA was extracted from each recombinant clone 
and was then transf ected into COS- 7 cells, together with a 
vector which coded for HLA-Cw6. The protocols used follow 
the protocols described above. 

20 The transfectants were then tested in the TNF release 

assay. This permitted separation of positive and negative 
clones. All the negative clones showed a deletion of the 
entire GAGE sequence. The smallest positive clone contained 
the first 170 nucleotides of SEQ ID NO: l. The analysis of 

2 5 this sequence, supra, notes that the open reading frame 
starts at nucleotide 51. Thus, this fragment contains a 
sequence which encodes the first 4 0 amino acids of the GAGE 
TRAP. 
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Example 10 

Additional experiments were then carried out to define 
the region encoding the TRA peptide more precisely. Polymer- 
ase chain reaction ("PGR") amplification was used to do this. 
5 Two primers were synthesized. The first primer was a 

22-mer complementary to a sequence within the plasmid vector 
pcDNAI/Amp located upstream of a BamHl site. The second 
primer was a 29-mer containing at the 3 ' end nucleotides 102- 
119 of SEQ ID NO: 1, and at the 5 ' end an extension of 11 
10 nucleotides containing an Xbal restriction site. 

Following amplification, the PCR product was digested by 
BamHI and Xbal, and cloned into the BamHI-Xbal sites of 
plasmid pcDNA-3. The recombinant colonies were cotransf ected 
into COS- 7 cells with cDNA encoding HLA-Cw6, in accordance 
15 with Example 4, and a TNF release assay, also as described 
supra , was carried out, using CTL 76/6, 

TNF release was observed, indicating that the "minigene" 
was processed to a TRA. The minigene, i.e., nucleotides 1- 
119 of SEQ ID NO: 1, the coding region of which runs from 
20 nucleotides 51-119 encoded the first 23 amino acids of the 
cDNA of SEQ ID NO: 1. This information served as the basis 
for the next set of experiments. 

Example 11 

Two peptides were synthesized, based upon the first 23 
25 amino acids of SEQ ID NO: 1. These were: 

Met Ser Trp Arg Gly Arg Ser Thr Tyr Arg Pro Arg Pro Arg Arg 
(SEQ ID NO: 2) 
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and 

Thr Tyr Arg Pro Arg Pro Arg Arg Tyr Val Glu Pro Pro Glu Met 
(SEQ ID NO: 3) 

5 Each peptide was pulsed into COS-7 cells previously trans- 
fected with HLA-CW6 cDNA, and combined with CTL 76/6 to 
determine if TNF release would be induced. Peptides (20 
ug/ml) were added to COS-7 cells which had been transfected 
with the HLA-CW6 cDNA twenty-four hours previously. After 

10 incubation at 37°C for 90 minutes, medium was discarded, and 
3000 CTLs were added in 100 microliters of medium, containing 
25 units/ml of IL-2. Eighteen hours later, TNF content of 
supernatant was tested via determining toxicity on WEHI-164- 
13 cells. The second peptide (SEQ ID NO: 3) was found to 

15 induce more than 30 pg/ml of TNF , while the first peptide 
(SEQ ID NO: 2), was found to induce less than 10 pg/ml of 
TNF. The second peptide was used for further experiments. 

Example 12 

Various peptides based upon SEQ ID NO: 3 were synthe- 
20 sized, and tested, some of which are presented below. To 
carry out these tests, "Cr labelled LB33-EBV cells, which are 
HLA-CW6 positive, were incubated with one of the following 
peptides : 

Tyr Arg Pro Arg Pro Arg Arg Tyr 
25 (SEQ ID NO: 4) 

Thr Tyr Arg Pro Arg Pro Arg Arg Tyr 

(SEQ ID NO: 5) 

Tyr Arg Pro Arg Pro Arg Arg Tyr Val 

(SEQ ID NO: 6) 
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Thr Tyr Arg Pro Arg Pro Arg Arg Tyr Val 

(SEQ ID NO: 7) 

Arg Pro Arg Pro Arg Arg Tyr Val Glu 

(SEQ ID NO: 8) 

5 Met Ser Trp Arg Gly Arg Ser Thr Tyr Arg Pro Arg Pro Arg Arg 

(SEQ ID NO: 2) 

The peptide concentration varied, as indicated in figure 3, 
and the ratio of CTL: LB33-EBV ("effector: target ratio"), 
was 10:1. 51 Cr release was determined after four hours of 

10 incubation at 37°C. Levels of lysis for positive ("F*" , MZ2- 
MEL.3.1), and negative ("F'" ; MZ2 -MEL. 2 .2.5) control cells 
are indicated, in figure 3. 

It was found, quite surprisingly, that the octamer of 
SEQ ID NO: 4 was the best peptide, and appeared to be the 

15 tumor rejection antigen. This is the first time an octamer 
has been reported as being involved in presentation by a 
human MHC molecule. There is some precedent for a murine 
system, as reported by Engelhard, supra . at 199, for H-2K b 
and H-2K K molecules. The nonamers of SEQ ID NO: 5 and SEQ ID 

20 NO: 6 also induced CTL lysis albeit to a lesser extent than 
the octamer of SEQ ID NO: 4. 

In results not reported here, a second CTL was tested 
(CTL 82/31) . This CTL was known to lyse cells presenting 
MZ2-F. It, too, lysed HLA-Cw6 positive cells following 

25 pulsing with the peptide of SEQ ID NO: 4. 
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Example 13 

To find out whether the GAGE DNA set forth supra was 
unique, a cDNA library made with RNA from MZ2-MEL.4 3 (the 
.same library that was used for the cloning of GAGE) was 
5 hybridized with a probe derived from the GAGE cDNA. The 
probe was a PCR fragment of 308 base pairs between positions 
20 and 328 of SEQ ID NO: 1. Twenty positive cDNAs were 
obtained. Six of them were entirely sequenced. They were 
all highly related to the GAGE sequence, but they were 

10 slightly different from it. Two of the six clones were 
identical to each other, but all the others differed from 
each other. Thus, five new sequences different from but 
highly related to GAGE were identified. They are called 
GAGE- 2, 3, 4, 5 and 6 (Figure 4). The fourteen other clones 

15 were partially sequenced at the 5' end and their sequence 
corresponded to one of the six GAGE cDNAs. 

The major difference between these cDNAs and GAGE-1 is 
the absence of a stretch of 143 bases located at position 379 
to 521 of the GAGE sequence of SEQ ID NO: 1. The rest of the 

20 sequences shows mismatches only at 19 different positions, 
with the exception of GAGE- 3 whose 5' end is totally different 
from the other GAGE for the first 112 bases. This region of 
the GAGE- 3 cDNA contains a long repeat and a hairpin struc- 
ture . 

25 The deduced GAGE-1 protein corresponding to a tumor 

rejection antigen precursor is about 20 amino acids longer 
than the 5 other proteins, whose last seven residues also 
differ from the homologous residues of GAGE-1 (Figure 5) 
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The rest of the protein sequences show only 10 mismatches. 
One of these is in the region corresponding to the antigenic 
peptide of SEQ ID NO: 4. The sequence of the peptide is 
modified in GAGE- 3, 4, 5 and 6 so that position 2 is now W 
5 instead of R. 

Example 14 

To assess whether the change at position 2 affected the 
antigenicity of the peptide, cDNA of the 6 GAGE cDNAs were 
individually transfected into COS cells together with the 

10 cDNA of HLA-Cw6, and the transf ect ants were tested for recog- 
nition by CTL 76/6 as described, supra . Only GAGE-1 and 
GAGE-2 transfected cells were recognized, showing that the 
modified peptide encoded by GAGE-3, 4, 5 and 6 was not anti- 
genic in the context of this experiment. Sequence analysis 

15 of the 5' end of the 14 other clones mentioned supra, showed 
that 7 of them contained the sequence encoding the antigenic 
peptide, and thus probably corresponded to either GAGE-1 or 
GAGE-2 . 

Example 15 

20 The PCR primers used, supra to test the expression of 

GAGE in tumor samples do not discriminate between GAGE-1 or 
2 and the four other GAGE cDNAs that do not encode antigen 
MZ2F. A new set of primers was prepared which specifically 
amplifies GAGE-1 and 2, and not GAGE-3, 4, 5 and 6. These 

25 primers are: 
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VDE44 5'~GAC CAA GAC GCT ACG TAG - 3 ' (SEQ ID NO- 9) 

VDE24 5' -CCA TCA GGA CCA TCT TCA-3' (SEQ ID NO:* 10) 

These primers were used as described, supra , in a RT-PCR 
reaction using a polymerase enzyme in the following tempera- 
5 ture conditions: 



4 min at 94°C 

30 cycles with l min at 94°C 

2 min at 56°C 

3 min at 72°C 



0 15 min at 72°C 



The results of this analysis are set forth in Table 3 
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Tabic 3 

Expression of GAGS genes by tumor sample* and tumor cell Int* 



Histological type Number of GAGT pcsltrvt tumor* 





AI GAGE gents* 


GAGMirtfr* 


Tu^or timet*! 






Melanoma* 






primary lealora 


5/39 


109 (13H) 


metastaat* 


47/132 


36/131 (Z7H) 


Sircomu 

■ 


6/20 


C/20 (30H) 


Lung carcinomas KSCLC 


14/65 


12/64 (19K) 


Kesd and neck squamous caS eardho 


mas tl/55 


10/S4 (19H) 


Pmsut>c circnofnii 




Z/ZD 


Wanvrary carcinomas 


16/162 


14/162 (9K) 


BJadder carcinomas 






auparflcftaJ 


1/20 


1/20 


hf&trating 


5/26 


3/26 


Testicular seminomas 


6/6 


5/6 


ColorectsI carcinomas 


0/43 




Laufcemimnd rymphoms* 


0/25 




Rens! caoiromas 

* 


0/46 




Jir^of Mil flnti 

• 






Meltnomu • 

* 


45/74 


40/74 (54H) 


Sercomas 


1/4 


1 1 A 


Lung cvdnomas 






sac* 


7/24 


7/24 (29H) 


usac 


1/2 


1/2 


Mesotheliomas 


5/19 


5/19 (26H) 


Kesd ind neck squimous e*fl carcinomas 0/2 




Mammary cardnomas 


1/4 


0/4 


BJaddef carcinomas 


073 




Colon cardnomai 


1/15 


5/15 


Laukxmlas 


5/6 


1/6 


Lymphomas 


0/6 




Rent! carcinomas 


0/6 





» Expreas. : on of CAGE wis tilted by RT-fCR on tctal RMA with primers VDE-1 8 
arid VD£-24 i detecting t3 GAGE ctnei, No PGR product wu cburvid whan that* 
primers were suiyed on OKA from KZ2-MEL. 

** E xpr u&^on of GAGE-1 and 2 wis luted by (TT-PCR en total RKA with primers 
VDE-44 tr4 VD£-24, which etstincvlih CA6E-1 ind 2 from ihe four other GAGE 
gents. PC* product was observed when theu primers were ssseyed on DNA from 
M22-MEL. 
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In further work, new primers were designed which ampli- 
fied all GAGE genes, to make sure that there was no expres- 
sion of any of them in normal tissues. These primers are 

VDE43 5'-GCG GCC CGA GCA GTT CA-3' (SEQ ID NO- 11) 

VDE24 5' -CCA TCA GGA CCA TCT TCA-3 (SEQ ID NO: 10) 

These were used exactly as for the PCR using the VDE4 4 and 
VDE24 primers. The results are shown in Table 4. They 
confirm that the normal tissues are negative, except for 
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Table 4 



Expression of GAGE genet la 
normal adult and ftul tissues 



Adutt tissues 



(USE 
expression* 



Adrenal Qland 

'BtriQh naevua 

Bona mirrow 

Brain 

Breast 

Cerebellum - 

Colon 

Httrt 

Kidney 

Uver 

Lung 

Melanocytes 
Mutdt 
Ovary 
Proatate 

Skin 

Splenocytts 

Stomach 

Testis 

Thymocytes 
Urinal bfsdder 
Ifttrua 
Placenta 

Umbilical 
cord 

Fetsl tissues* 



Fibroblasts 
Brain 

LK/er 
Spleen 
Thymus 
Testis 



•Expression of GAGE was tested by KT-PCR 
amplification on total RKA with primers VDE43 
and VDE24 detecting all GAGE genes (Figure 7)* 
Absence of PCR product is Indicated by • and 
presence by Ko PGR product wu observed 
when these primers were assayed on DNAfrom 
MZ2-MEL 

•Fetal tissues derive from fetuses older than 20 
weeks. 
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Example 16 

In work not reported here, it had been ascertained that 
cytolytic T cell clone CTL 22/23 (Van den Eynde, et al . , Int. 
J. Cancer 44: 634-640 (1989), incorporated by reference) did 
5 not recognize melanoma cell line MZ2-MEL.3.1. This melanoma 
cell line was reported by Van der Bruggen, et al . , Eur. J. 
Immunol. 24: 2134-2140 (1994), to have lost expression of MHC 
molecules HLA-A29, HLA-B24, and HLA- cw * 1 601 . Studies were 
undertaken to determine if transfection with one of these MHC 

10 molecules could render the line sensitive to CTL 22/23. HLA- 
A29 was the first molecule tested. To do so, poly A* RNa was 
extracted from HLA-A2 9* cell line MZ2-MEL.43, using a commer- 
cially available extraction kit, and following the manufac- 
turer's instructions. The mRNA was then converted to cDNA, 

15 using standard methodologies, size fractionated, and then 
inserted unidirectionally , into the Bstxl and NotI sites of 
plasmid pcDNA-I/Amp. The plasmids were elect roporated into 
E. coli strain DH5of'IQ, and selected with ampicillin (50 
/ig/ml). The bacteria were plated onto nitrocellulose fil- 

20 ters, and duplicated. The filters were prepared, and hybrid- 
ized overnight in 6xSSC/0.1% SDS/lx Denhardt ' s solution at 
40°C, using 32 P labelled probe: 

5 ' ACTCCATGAGGTATTTC- 3 ' 

(SEQ ID NO: 19) 

2 5 The probe is a sequence which surrounds the start codon of 
HLA sequences. 
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The filters were washed twice, at room temperature for 
5 minutes each time in 6xSSC, and twice in 6xSSC at 43°C. 
Positive sequences were then screened with probe: 

5 ' - TTTCACCACATCCGTGT - 3 ' 

5 (SEQ ID NO: 20) 

which had been labelled with 32 P. This sequence is specific 
for HLA-A2 9, as determined by reference to the Kabat Database 
of sequences and proteins of immunological interest, incorpo- 
rated by reference. This database is available at the NCBI 
10 (USA), or on Web Sotle (Internet) WWW.NCBI.NLM.NIH.GOV. Teh 
filters were washed twice at room temperature for 5 minutes 
each time, at 6xSSC, followed by two washes, at 6xSSC (5 
minutes per wash) , at 42°C. 

Example 17 

15 Once positive HLA-A29 clones were isolated, these were 

transfected into COS-7 using the DEAE-dextran chloroquine 
method set out supra . In brief, 1.5 x 10 4 COS-7 cells were 
treated with 50ng of plasmid pcDNA-l/Amp containing HLA-A29, 
and 100 ng of cDNA containing cDNA for one of the GAGE se- 

20 quences mentioned supra , or one of the prior art MAGE or BAGE 
sequences in plasmid pcDNAor- I/Amp or pcDSRa-respectively . 
The transf ectants were then incubated for 24 hours at 37 °C. 

The transf ectants were then tested for their ability to 
stimulate TNF production by CTLs , using the assay explained 

25 at the end of example 4, supra . 

Figure 7, which presents the results of this drug, shows 
that high levels of TNF production were achieved using any of 
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GAGE-3, 4, 5 or 6 and HLA-A29 as transf ectants . GAGE - 1 and 
GAGE - 2 , in contrast, do not stimulate CTL clone 22/23, thus 
leading to the conclusion that GAGE 3, 4, 5 and 6 are pro- 
cessed to an antigen or antigens presented by HLA-A2 9 mole- 
5 cules and recognized by CTL 22/2 3. 

Example 18 

The fact that GAGE- 3, 4, 5 and 6 were processed to 
peptides presented by HLA-A29* cells, which GAGE- 1 and GAGE -2 
were not, suggested examination of the deduced amino acid 
10 sequences for those common to GAGE 3, 4, 5 and 6 and absent 
from GAGE- 1 and GAGE - 2 . 
The sequence : 

Arg Ser Thr Tyr Tyr Trp Pro Arg Pro Arg Arg Tyr Val Gin 
(SEQ ID NO: 21) 

15 was identified. The peptide was synthesized, lyophilized, 
and then dissolved in 1 volume DMSO, 9 volumes of 10 mM 
acetic acid in water. This methodology was used for the 
other peptides synthesized, discussed infra. 

The peptide (SEQ ID NO: 21) was tested in a sl Cr release 
2 0 experiment, following the method described supra 

It was found that this peptide did provoke lysis. 
Successive deletions were prepared, and tested for their 
ability to provoke lysis, again using the 5, Cr lytic assay. 
This work is depicted in Figure 8. it was found that the 
2 5 shortest peptide to provoke lysis was 

Tyr Tyr Trp Pro Arg Pro Arg Arg Tyr 
(SEQ ID NO: 22), which is common to all of GAGE - 3 through 6. 
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Specifically, amino acids 10-18 of GAGE - 3 , and amino acids 9- 
17 of GAGE -4 , 5 and 6 correspond to this peptide. 

The members of the peptide family shown in Figure 8, and 
represented, e.g., by SEQ ID NOS : 21 and 22, do not accord 
5 with the data presented by Toubert , et al . , "HLA-A29 Peptide 
Binding Motif", Abstract No. 4183, Ninth International Con- 
gress of Immunology, July 23-29, 1995, San Francisco, CA, 
incorporated by reference. According to Toubert, et al . , at 
the least a Phe residue is required at the third position of 
10 any peptide which binds to HLA-A29. As is shown herein, such 
is not the case. 

Example 19 

A set of experiments were carried out to isolate and to 
clone genomic DNA sequences encoding GAGE TRAPS. 

15 A library was made from genomic DNA isolated from the 

peripheral blood lymphocytes of patient MZ2 . Isolation and 
preparation of the DNA was carried out in accordance with 
Wolf el et al., Immunogenet ics 26: 178-187 (1987), incorpo- 
rated by reference. The isolated DNA was then partially 

20 digested with the restriction enzyme Sau3A, and then frac- 
tionated using NaCl density gradient ultracentrif ugation. 
This provides a fraction enriched in 10-20 kb fragments of 
DNA. See Grosveld et al., Nucl . Acids. Res. 10: 6715-6732 
(1982) . These fragments were dephosphorylated using alkaline 

25 phosphatase, and were then ligated into X-Gemll DNA, which 
had been digested with BamHI/EcoRI . Briefly, 2 ugs of the 
genomic DNA were mixed with 2 ugs of the X phage DNA in a 10 
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ul volume, and incubated at 16°C overnight. 4 fil of the 
ligation mixture containing the ligated DNA was packaged, in 
vitro, in a commercially available phage packaging extract. 
The resulting phages were titrated on E. coli NM539 ( a com- 
5 mercially available strain) , in order to calculate the appro- 
priate number of phages to plate out for screening. The 
resulting product was titrated onto cells of E. coli strain 
NM53 9. 



Example 20 

10 Approximately 33,333 recombinant phages were plated per 

plate, to give a total of 500,000 phages tested. A total of 
20 fil of the packaging mixture was mixed with 1 ml of a 
suspension of E. coli NM539 in 10 mM MgS0«, to an OD 600 of 0.5. 
This mixture was then incubated, for 15 minutes at 37°c, and 

15 then mixed with 15 ml of culture medium BTCYM containing 0.7% 
agarose at 45°C, and then plated onto agar plates containing 
BTCYM. The resulting mixture was incubated, at 37°C, over- 
night. The resulting phage plaques were used in hybridiza- 
tion experiments. Approximately 500,000 recombinant phage 
20 plaques were immobilized on nylon membranes, and were then 
subjected to in situ hybridization, in accordance with 
Sambrook et al . , Molecular Cloning: A Laboratory Manual 
(1989), incorporated by reference. 

The hybridization was carried out using a probe which 
25 consisted of nucleotides 18 through 326 of SEQ ID NO: 1. The 
probe was prepared using the polymerase chain reaction and, 
as primers, a nucleotide sequence consisting of nucleotides 
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18-34 and the complement of nucleotides 309-326 of this 
sequence. The primers were used in a 30 cycle PCR run (1 
cycle: 94 °C for one minute, followed by 4 6°C for two minutes, 
then 72°C for three minutes), in a total volume of 100 ul, 
5 which contained 10 ul of lOx concentrated Dynazyme buffer, 
0.2 mM of each dNTP, 50 pmoles of each primer, and 2.5 units 
of Dynazyme DNA polymerase. 

The probe was then purified via electrophoresis in low 
temperature melting agarose, as described by Sambrook et al . , 

10 supra. Following purification, the probe was radiolabelled 
with a 32 P, using a commercially available, random priming kit 
(radioactive nucleotide was <y 32 P dCTP) . 

Once the probes were labelled, they were used in a 
hybridization buffer (10% sodium salt of dextran sulfate, MW 

15 500,000; 1% SDS ; 1M NaCl , and 50 ug/ml of denatured salmon 
sperm DNA) . About 150 ng of 32 P labelled probe (approximately 
1.6xl0 B cpm), were put into a total volume of 200 ml of this 
buffer. Approximately 500,000 immobilized plaques on filters 
were hybridized filter which was combined with the nylon 

20 membrane containing at 65°C for about 15 hours. The mem- 
branes were then washed with 0.2xSSC, 0.1% SDS, at 65°C. 

Following autoradiography, one positive clone was found. 
When excised, the insert was found to be about 11 kilobases 
long. Three fragments (175 base pairs, 4.5 kilobases, and 

25 6.5 kilobases) resulted from treatment of the insert with the 
endonuclease SstI, and these were then subcloned into the 
plasmids pBluescript SK(-), and pTZ19R, both of which are 
commercially available. The fragments were sequenced in 
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their entirety, using commercially available enzymes, and 
primers 5' -labelled with [ Y 33 P]ATP. The sequence of the 
genomic clone is provided as SEQ ID NO: 24. 

The foregoing examples show the isolation of nucleic 
5 acid molecules which code for tumor rejection antigen precur- 
sors and tumor rejection antigens. These molecules, however, 
are not homologous with any of the previously disclosed MAGE 
and BAGE coding sequences described in the references set 
forth supra . Hence, one aspect of the invention is an iso- 
10 lated nucleic acid molecule which comprises the nucleotide 
sequence set forth in SEQ 

ID NO: 1 as well as fragments thereof, such as nucleotides i- 
170, and 51-170, and any other fragment which is processed to 
a tumor rejection antigen. The sequence of SEQ ID NO: 1 is 
15 neither a MAGE nor a BAGE coding sequence, as will be seen by 
comparing it to the sequence of any of these genes as de- 
scribed in the cited references. Also a part of the inven- 
tion are those nucleic acid molecules which also code for a 
non-MAGE and non-BAGE tumor rejection antigen precursor but 
20 which hybridize to a nucleic acid molecule containing the 
described nucleotide sequence, under stringent conditions. 
The term "stringent conditions" as used herein refers to 
parameters with which the art is familiar. More specifi- 
cally, stringent conditions, as used herein, refers to hy- 
25 bridization in 1M NaCl , 1% SDS, and 10% dextran sulfate. 
This is followed by two washes of the filter at room tempera- 
ture for 5 minutes, in 2xSSC, and one wash for 30 minutes in 
2xSSC, 0.1% SDS. There are other conditions, reagents, and 
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so forth which can be used, which result in the same or 
higher degree of stringency. The skilled artisan will be 
familiar with such conditions, and, thus, they are not given 
here . 

5 It will also be seen from the examples that the inven- 

tion embraces the use of the sequences in expression vectors, 
as well as to transform or transfect host cells and cell 
lines, be these prokaryotic (e.g., E. coli ) , or eukaryotic 
(e.g., CHO or COS cells). The expression vectors require 

10 that the pertinent sequence, i.e., those described supra , be 
operably linked to a promoter. As it has been found that 
human leukocyte antigen HLA-Cw6 presents a tumor rejection 
antigen derived from these genes, the expression vector may 
also include a nucleic acid molecule coding for HLA-Cw6. In 

15 a situation where the vector contains both coding sequences, 
it can be used to transfect a cell which does not normally 
express either one. The tumor rejection antigen precursor 
coding sequence may be use'd alone, when, e.g., the host cell 
already expresses HLA-Cw6. Of course, there is no limit on 

20 the particular host cell which can be used. As the vectors 
which contain the two coding sequences may be used in HLA-Cw6 
presenting cells if desired, and the gene for tumor rejection 
antigen precursor can be used in host cells which do not 
express HLA-Cw6. 

25 The invention also embraces so called expression kits, 

which allow the artisan to prepare a desired expression 
vector or vectors.* Such expression kits include at least 
separate portions of each of the previously discussed coding 
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sequences. Other components may be added, as desired, as 
long as the previously mentioned sequences, which are re- 
quired, are included. 

To distinguish the nucleic acid molecules and the TRAPs 
5 of the invention from the previously described MAGE and BAGE 
materials, the invention shall be referred to as the GAGE 
family of genes and TRAPs . Hence, whenever "GAGE" is used 
herein, it refers to the tumor rejection antigen precursors 
coded for by the previously described sequences. "GAGE 
10 coding molecule" and similar terms, are used to describe the 
nucleic acid molecules themselves. 

The invention as described herein has a number of uses, 
some of which are described herein. First, the invention 
permits the artisan to diagnose a disorder such as melanoma, 
15 characterized by expression of the TRAP, or presentation of 
the tumor rejection antigen. These methods involve determin- 
ing expression of the TRAP gene, and/or TRAs derived there- 
from, such as a TRA presented by HLA-Cw6. in the former 
situation, such determinations can be carried out via any 
20 standard nucleic acid determination assay, including the 
polymerase chain reaction, or assaying with labelled hybrid- 
ization probes. in the latter situation, assaying with 
binding partners for complexes of TRA and HLA, such as anti- 
bodies, is especially preferred. An alternate method for 
25 determination is a TNF release assay, of the type described 
supra. To carry out the assay, it is preferred to make sure 
that testis cells are not present, as these normally express 
GAGE. This is not essential, however, as one can routinely 
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differentiate between testis and other cell types. Also, it 
is practically impossible to have testis cells present in 
non- testicular sample. 

The isolation of the TRAP gene also makes it possible to 
5 isolate the TRAP molecule itself, especially TRAP molecules 
containing the amino acid sequence coded for by SEQ ID NOS : 
2-6. These isolated molecules when presented as the TRA, or 
as complexes of TRA and HLA, such as HLA-Cw6 or HLA-A2 9 may 
be combined with materials such as adjuvants to produce 

10 vaccines useful in treating disorders characterized by ex- 
pression of the TRAP molecule. 

Exemplary adjuvants include Freund's complete and incom- 
plete adjuvant, killed B. pertussis organism, "BCG" , or 
Bacille Calmente-Guerin , Al(OH) 3 , muramyl dipeptide and its 

15 derivatives which may be emulsified in metabolizable oils, 
such as squalene, monophosphoryl lipid A (MPL) , keyhold 
limpet hemocyanin (KLH) , saponin extracts such as QA-7, QA- 
19, and QA-21 (also referred to as QS-21) , these having been 
described in U.S. Patent No. 5,057,540 to Kensil , et al . , 

20 incorporated by reference, MTP-MF59, N- [1- (2 , 3 -dioleoyloxy ) 
propyl] -N,N f N-trimethylammonium methyl sulfate (DOTAP) , the 
cationic amphiphile DOTMA, the neutral phospholipids such as 
DOPE, and combinations of these. This listing is by no means 
comprehensive, and the artisan of ordinary skill will be able 

25 to augment this listing. All additional adjuvants are encom- 
passed herein. 

In addition, vaccines can be prepared from cells which 
present the TRA/HLA complexes on their surface, such as non- 
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proliferative cancer cells, non-prolif erative transf ectants, 
etcetera. In all cases where cells are used as a vaccine, 
these can be cells transfected with coding sequences for one 
or both of the components necessary to provide a CTL re- 
5 sponse, or be cells which express both molecules without 
transfection. Further, the TRAP molecule, its associated 
TRAs, as well as complexes of TRA and HLA, may be used to 
produce antibodies, using standard techniques well known to 
the art. 

LO When "disorder" is used herein, it refers to any patho- 

logical condition where the tumor rejection antigen precursor 
is expressed. An example of such a disorder is cancer, 
melanoma in particular. Melanoma is well known as a cancer 
of pigment producing cells. 

.5 As indicated, supra , tumor rejection antigens, such as 

the one presented in SEQ ID NO: 4 are also a part of the 
invention. Also a part of the invention are polypeptides, 
such as molecules containing from 8 to 16 amino acids, where 
the polypeptides contain the amino acid sequence set forth in 

0 SEQ ID NO: 4. As the examples indicate, those peptides which 
are longer than the octamer of SEQ ID NO: 4 are processed 
into the tumor rejection antigen of SEQ ID NO: 4 by the HLA- 
Cw6 presenting cancer cells, and presented thereby. The 
presentation leads to lysis by cytolytic T lymphocytes pres- 

5 ent in a body fluid sample contacted to the cells presenting 
the complex. Similarly, the peptides longer than SEQ ID NO: 
22, such as SEQ ID NO: 21, are processed to the appropriate 
TRA, and are presented by cancer cells, such as HLA-A29 
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pos i t i ve ce 1 1 s . 

Thus, another feature of the invention are peptides 
which are anywhere from 9 to 16 amino acids long, and com- 
prise the sequence: 
5 Xaa Xaa Trp Xaa Xaa Xaa Xaa Xaa Trp 

(SEQ ID NO: 23) 

where Xaa is any amino acid. These peptides bend to, and/or 
are processed to peptides which bind to HLA-A29 molecules. 
The fact that these peptides are processed to the tumor 

10 rejection antigen, is indicated by the examples. 

This property may be exploited in the context of other 
parameters in confirming diagnosis of pathological condi- 
tions, such as cancer, melanoma in particular. For example, 
the investigator may study antigens shed into blood or urine, 

15 observe physiological changes, and then confirm a diagnosis 
of melanoma using the CTL proliferation methodologies de- 
scribed herein. 

On their own, peptides in accordance with the invention 
may be used to carry out HLA-typing assays. It is well known 

20 that when a skin graft, organ transplant, etc., is necessary 
one must perform HLA typing so as to minimize the possibility 
of graft rejection. The peptides of the invention may be 
used to determine whether or not an individual is HLA-Cw6 
positive, so that appropriate donors may be selected. This 

25 type of assay is simple to carry out. The peptides of the 
invention are contacted to a sample of interest, and binding 
to cells in that sample indicates whether or not the individ- 
ual from which the sample is taken is HLA-Cw6 positive. One 
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may label the peptides themselves, conjugate or otherwise 
bind them to linkers which are labeled, immobilize them to 
solid phases, and so forth, so as to optimize such an assay. 
Other standard methodologies will be clear to the skilled 
5 artisan, and need not be presented herein. 

Therapeutic approaches based upon the disclosure are 
premised on a response by a subject's immune system, leading 
to lysis of TRA presenting cells, such as HLA-Cw6 cells. One 
such approach is the administration of CTLs specific to the 

10 complex to a subject with abnormal cells of the phenotype at 
issue. It is within the skill of the artisan to develop such 
CTLs in vitro. Specifically, a sample of cells, such as 
blood cells, are contacted to a cell presenting the complex 
and capable of provoking a specific CTL to proliferate. The 

15 target cell can be a transf ectant , such as a COS cell of the 
type described supra. These transf ectants present the de- 
sired complex on their surface and, when combined with a CTL 
of interest, stimulate its proliferation. COS cells, such 
as those used herein are widely available, as are other 

20 suitable host cells. 

To detail the therapeutic methodology, referred to as 
adoptive transfer (Greenberg, J. Immunol. 136(5): 1917 
(1986); Riddel et al . , Science 257; 238 (7-10-92); Lynch et 
al., Eur. J. Immunol. 21: 1403-1410 (1991); Kast et al . , Cell 

25 59: 603-614 (11-17-89)), cells presenting the desired complex 
are combined with CTLs leading to proliferation of the CTLs 
specific thereto. The proliferated CTLs are then adminis- 
tered to a subject with a cellular abnormality which is 
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characterized by certain of the abnormal cells presenting the 
particular complex, where the complex contains the pertinent 
HLA molecule. The CTLs then lyse the abnormal cells, thereby 
achieving the desired therapeutic goal. 
5 The foregoing therapy assumes that at least some of the 

subject's abnormal cells present the relevant HLA/TRA com- 
plex. This can be determined very easily, as the art is very 
familiar with methods for identifying cells which present a 
particular HLA molecule, as well as how to identify cells 

10 expressing RNA of the pertinent sequences, in this case a 
GAGE sequence. Once cells presenting the relevant complex 
are identified via the foregoing screening methodology, they 
can be combined with a sample from a patient, where the 
sample contains CTLs. If the complex presenting cells are 

15 lysed by the mixed CTL sample, then it can be assumed that a 
GAGE derived, tumor rejection antigen is being presented, and 
the subject is an appropriate candidate for the therapeutic 
approaches set forth supra . 

Adoptive transfer is not the only form of therapy that 

20 is available in accordance with the invention. CTLs can also 
be provoked in vivo, using a number of approaches. One 
approach, i.e., the use of non-prolif erative cells expressing 
the complex, has been elaborated upon supra . The cells used 
in this approach may be those that normally express the 

25 complex, such as irradiated melanoma cells or cells trans- 
fected with one or both of the genes necessary for presenta- 
tion of the complex. Chen et al . , Proc. Natl. Acad. Sci . USA 
88: 110-114 (January, 1991) exemplifies this approach, show- 
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ing the use of transfected cells expressing HPV E7 peptides 
in a therapeutic regime. Various cell types may be used. 
Similarly, vectors carrying one or both of the genes of 
interest may be used. Viral or bacterial vectors are espe- 
5 cially preferred. In these systems, the gene of interest is 
carried by, e.g., a Vaccinia virus or the bacteria BCG, and 
the materials de facto "infect" host cells. The cells which 
result present the complex of interest, and are recognized by 
autologous CTLs, which then proliferate. A similar effect 
10 can be achieved by combining the tumor rejection antigen or 
the precursor itself with an adjuvant to facilitate incorpo- 
ration into HLA-CW6 presenting cells which then present the 
HLA/peptide complex of interest. The TRAP is processed to 
yield the peptide partner of the HLA molecule while the TRA 
15 is presented without the need for further processing. 

Other aspects of the invention will be clear to the 
skilled artisan and need not be repeated here. 

The terms and expressions which have been employed are 
used as terms of description and not of limitation, and there 
20 is no intention in the use of such terms and expressions of 
excluding any equivalents of the features shown and described 
or portions thereof, it being recognized that various modifi- 
cations are possible within the scope of the invention. 



WO 97/49417 PCT/US97/10850 

41 



3.3 updated LK new Sequence 



5^u 



10 20 30 40 50 

1234567890 1234567890 1234567890 1234567890 1234567890 

GAGCTCGCTG CAGOCTTGAC CTOCTOGGCT CAAGOGCTOC TCOCACCICA. 50 

GCCTCCIGAG TAGCK3TGAG TAIAGCTACA TGCCACCATC OCAOCTAAT 100 

TTTICGAIGG TlTrmUlT TbTlTlTlGT AGTGATGAGA TITICILSKDS 150 

TTGCTIAGGC TGGTGTOGAA GTCCTCAGCT CAGGTCATCT GGCCAGCICA 200 

GCCTOCCAAA ATACTAGGAT TACAGGOGTC AOTIGGCCTC GTCIGGTITT 250 

TCTTATATAG GGGTCITATC TAIATAAAGA CTAAAGTTAA. TCIUIGOCIT 300 

TGTGCGGGTC GGCTAAGAQC A1GA1GACTT TTA1CA1TCT ATTGATTTAA 350 

AGAAAACIGT CCTIGACTIA CCAGTGTGm AGTCCATCAA AGCATAA3TC 400 

TCTIGAAAGC ATAIATTSTT AATGGGTGTT GGGAACCGTG CACTTTDGGC 450 

TGCTCTGGGA GCATCTCCTT GGAGGTACCT TICATCTGTT TICTCAACIC 500 

CAAACATCTT AGGAOCATGG GTIGTGACTG GTAGGACTAT GTATCTIGCT 550 

GCTTICAAGA CGGAGTAIAT TTICAOGTOG TGTCACTCTG GCTGT0C1GT 600 

TTCCCTAAIA CTGTCACITC AOCCTCTGOG ACTCTGAIGC TACAAATGAT 650 

AGATATOGTT TTAGCATnT CTTAOQQCTC CTAQOGATIC TATTCATnT 700 

TCTITCAGTC TCITICICIG ACT3X3TTCAC A3T3AACAAT TT0LT1T1UG 750 

GATAGGTTGC TAJTIUIGTT TKX3CAGGTC GITIAOC1GT CITOOCAGOC 800 

ACICACAGTC GTOCTTUICC CCA1GGTGGG TCCGGGGCAA GAGAGGGCCC 850 

TCGGTTGGGG GTOGGGTTCA GTTGAAGATC GGGTGAGTTT TGAGGGGAGC 900 

ACTACTIGAG TCOCAGAGGC ATAQGAAACA GCAGAGGGAG GTCGGATICC 950 

CITATOCTCA ATGAGGATGG GCATCGAGGG TITGGGGOGT GGQGCIGQGA 1000 

ACGGCAGOCC TCOCCAGCCC ACAQOCX30QC AIGCTCC3CTC NTOC0G0CIC 1050 

AGTGOGCATG TICACTGQQC GTCTICTGOC CQGCOCCTTC GOOCAOGTCA 1100 

AGAAGGOCAG GGAQCTGTCA GGCAGTQCTG TGTGGTTOCT GOOGTOOGGA 1150 

CIUlTl'l'lCC TCTACTCAGA TICAIC1GGT AQGTCTCCAG QOCAGTCATC 1200 

OCGGGGQCTG AAGTGTGAGT GAGGGTGGAG AGGQOCICGG GflGGGTCAGG 1250 

GGQGTCOGTT OCIGGTCDGfT GQCCTCCGAG GGAGAAGGGC CACGAGGTIA 1300 

OGTAOCTDCT TACCCITCAC AQGCTGOGAG GCCAOOGGOG GCTTCGTQGT 1350 

OGTGAAGGQG OCTQGADOGG GAGGAAGGTC G9CCGTGGAG GGGAGGCTGT 1400 

CAGGGGC1CA GGTDGAAGACG GGGTGAG1GC TGTIGGQGGG AIGGAAGTCC 1450 

CGAGGTOOOG GGATCCCOGA CGACACAGGG C^GATIOCCT GAATOG300C 1500 

GGCGGGGGCG AGGOGGGOGG TGAAGAAGGG GCCTCGCACC TGGGAAGGCT 1550 

GCGGGCTQQC GAGOQO000C COCAGOGGTG TGGAGTGCGG AGOGGCCGAG 1600 

TGAGAAGCAC TGCAAGGTCT CACCTOCGCC ATGGAAGGTC CGAAAACAGT 1650 

GGGAAGGAGT GGGCGAGGCA GTCOGGTCCA ACCAAACTTC TIGTCAGGGG 1700 

GGGTCAATGG CTCTAQGAAG TGGGAGTGTC OCCAAAGCAG CAATCAOGAG 1750 

AATIGTGATT CACTAGGGTT TTOGTGGGGA GTGCACITGT GAAACTAAAC 1800 

CTCATCAGAA ATGACCTCTC TCTQOGGGGC GCAGTCGCGC TCGCCTAOGT 1850 
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AGTCCCAGTT ACIGGGGACA CTGAGGTGQG AQGATOCCTT GAGCGGGAGG 1900 

TCGAGGCTGC AGIGAGCIUT GATCAOGOOG CIGCACTOCA GCCTGAGCAA 1950 

CACAGOGAIA GOGOGTGTDC AAAAGAAAIT TAGAAAAAAA 1GTCC1C1GC 2000 

CmTQOCAC AGGOCTTAAG ATCATIGCIC TQCCAGCCIG GCCAGCAGAA 2050 

GTCGCITTGT AGGCACTCAG ACAGOCTACA CACGTAIQCT TAACTUIGGG 2100 

ACTIATITIG AGAGTATTIT CAAAAGTAAA A09GCAAGTT AACATnATC 2150 

CATOGAAGTC ATCGAATATA GCAGQCCT3T GGAGOGCACG TTOCCAATCA 2200 

CGGTTGTUIG TTITCAGTGT GAAAIATCAG TIGGCGAGGA AGATCGACCT 2250 

ATTATIGGaC TAGACCAAGG CGCTATGTAC AGCCTOCTGA AATGATTGGG 2300 

CCTATGOSGG TGAGTGdTA AAOGTTAATT OGATGTITIC TATIAGTAGA 2350 

AAITAATTTT TGTGATAQCG TOGTTGCAIT AGTCTGGAAA TCCTCATAAA 2400 

GGTCTITCCT GCTCAIAAAA AATGAGGATC GCATCICATG AAGGAAACAT 2450 

TGAITCTCGA GGAI'ITITIT TTITOCTCIC GTCTTCITCA GCTTTK300C 2500 

ATGALTJLLTi' TCICOGGCIT TGTITCITAA TCACAGATIG TACACATGTA 2550 

TTOCAACACA GAGEVEAAIA GOOOOCAAAG TOCICGTCCG TCACITTICT 2600 

CACAGTAACC TCCCTGTGGG TOGAGTAACC TTAIT3GGCA TAGAGCATAG 2650 

AGTTGGAGAA ATGTCTITAG GCITAGTEAG GAOCAGAAAT AGCrATCTAT 2700 

TCTGTGTATA TATGTAAAAT TTTGTATCAA TAACGAAACT TAHTTITEAT 2750 

TTQCACAOOC ACAOGTATTC OOCAGOOOGA GCAGTTCAGT GA1GAAGIGG 2800 

AACCAGCAAC ACCTCAAGAA GGGGAACCAG CAACTCAACX3 TCAGGATCCT 2850 

GCAGCTGdC AGGAGGGAGA GGAIGAGGGA GCATCIGCAG GTCAAGGTGA 2900 

GGGAAAGGGA AGAAGAAOGT CTQCTGGTGT GTGOGIGTGT GTGTC3TOGT 2950 

GTGTGTGIGT GCAOCTGTGT GTGTGTTAQG CAITGICACA TAGGAGGAAG 3000 

AGGAGGAAAG AAAACAAIGG AAAGAATCOC TGAAAHGAC TSGAAAAGCG 3050 

AGGAGGCTAT GTAGTEDGCA GCITAGOTm GQCAAATCCC TCACIATCAT 3100 

AAAAGTICTC GACTTEATCA ATGAGAGAAT GGAGGIGOCA GGA3TCIGTC 3150 

TIATOCAAGA ACCCTTGACT GGTCAATACA ACATTIGmC IGTCEOAA 3200 

GGnTCTGTC TTOC1MCAT GTAIGTK3CT GGAAAGAAGG AAGTCATITT 3250 

GCTGAAAATG CTEAAAACTC AAAAQGCTIT ACTGTAAGGT AGdTAGTAC 3300 

TGACCCAAGA ATAGAOCCAG TTCAGAQGAG CAGGAGCAGC TOGAAAAACC 3350 

GAGTOGCTGA ATGTTQGCCC COGTITOCTr TGAlTGKmT 1TTTATA2GG 3400 

TAGGTnGAT AAAAGCIGGA TAAATGAGGA TACTOOCATA CAGGTAGCTG 3450 

GTTIAGTCAT TTITOTCAGC GGCCTTTAQG AQGTGATIAA ATOCTTITAT 3500 

GGTIAGAAAA GCAAAAAOGG AATTATOCTG AGATTAAOGT GAGATCGAAA 3550 

TAAJTIUIOC GAGATAAAAT GTTFDSAAAG GAAGCAmA TCTAACGGAG 3600 

GTCA1GGATT A3T0CAGGGA TGCACTCITA AAAGTIOCIA GAATCIGACT 3650 

GACAACAATC COCATEAATT GOTGTOOGCC CACICOCrm. TICTCAGTGC 3700 
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GGGGACAGTA TATITICTCT GATICAC&AA CAAlGTIftTA TTD3GTD3CIT 3750 

TGTTCTICAC GGGGITCMT TATQGAATAT WXJITIAGG AOCTIOGGAC 3800 

CTAAATATAA CUTiMTl GA ACAAAGTGAA CTTICICTIT AGOCOGATAG 3850 

GTEAATGGGTG TCGTCACTGT AAGATITCCA TAGTCCTCAA ATOGAIOC2AG 3900 

CIAATCAA1C CTICAGAAAC TGACAITGTA ATTCTEAACIG AAA1CCTAGC 3950 

C&CGTGGTAG ACTTCAGAIT TCTCACGTGA CQCACACTCC TGTIGGT&CT 4000 

CTAAGGCTGA A1MAAGCAT TATACATCTC CIUIGGTITA TOCTTAGATT 4050 

GTCATTEAGG AGAAAGGTCT AAAGCTGGGC TGAATGOCAT GCACTCATAG 4100 

TCOCAGCIAC TTGGGAGGCC GAGGT3AGAG GATIGCTIGA GICCTGGAGT 4150 

TCAAGCCCAG CCTGGGAAAC ACAGTGAGAC CICATIGCIA ATAAATAAAT 4200 

AAATCAATAA ATAAAIAAAC ACATAAATAA AITCATTAAA TAAATAAAGT 4250 

TTICAT9GTA TAGGAAAACA CAGATGCAAA GTITITGTGC CTRGTQGCTG 4300 

GTAATGTTGC AAAOGTAACT CCITAGTGAA CTGTAOCACT TAAAAATAGT 4350 

TAAGATOGTA AATHTAGGA TATCTGTATT TITIACCACA ATTGGAAATT 4400 

CCmCITCC TAAAGTICAG TGCAGTERTC A1A3ATTCTT TIAAAriTIT 4450 

ACTGTATGTA TCTICAAGAC ATAACATICA TAGAAAATIT GCAAGAATAG 4500 

TACAATGAAC TCA3ATACTG TICAICTGGA TICACCAATC TIAGTAGTIT 4550 

OGCTTCATAG GTTICACATC TCHTCCOCC GTCICmCC GTQCTOCCCA 4600 

CACACTACAC ACACACACIC ACACACACAT ACGGAIATAT GTITACTGTT 4650 

ATIAAIGCTG AATTGTCTCG ATAAAGTITA GGGATIATGG TOCTTTftOCC 4700 

TATGTACTTG AGGGIGTGTA TATOGTCAGA ACAAAGAGAA AGTCATITCT 4750 

TGGATCCTCG AGCTCGAGGA TOCTQCAGCT GCTCAGGAGG GAGAGGATGA 4800 

GGGAGCATCT GCAQGTCAAG GTCAGGGAAA GGGAAGAAGA ACX3TCTGCTG 4850 

GTCTGTGOGT GTGTGTCIGT T0GTGT3TGT GTGIGCAOGT GTGTCTGTGT 4900 

TAGGCATTGT CACATAGGAG GAAGAGGAGG AAAGAAAACA ATGGAAAGAA 4950 

TCCCIGAAAT TGACTGGAAA AGCGAGGAGG CTATCTAGIT TGCAGCITAG 5000 

CTIAGGCAAA TCCCICACTA TCATAAAAGT TCTCGACTIT ATGAATGAGA 5050 

GAATQGAGGT GCCAGGAITG TGTCTEATCC AAGAAOCCTT GACTGGTGAA 5100 

TACAACATIT GTEACTGTGTT CIAAGGTTIG TGTCJTO3CTA TCAIGTAIGT 5150 

TCCTCGAAAG AAGGAAGTGA TITTGCTGAA AAIGCTTAAA ACICAAAAGG 5200 

CITIACTGTA AGGTAGCTIA GTACT3ACCC AAGAATAGAC CCAGTICAGA 5250 

GGAGCAGGAG CAGCTOCAAA NACCGAGTCG CTGAATGTIG GCDXOGTTT 5300 

CCTnGATIG ATATTITEAT ATOGTAQGTT TGATAAAAGC TGGATAAATC 5350 

AGGATACIGC CATACAGGIA GCTGGTTEAG TGAliTlTlCT CAGOGGCCIT 5400 

TAGGAGGTGA TTAAATOCTT TTATGGTEAG AAAAGCAAAA ACGGAATIAT 5450 

CCIGAGATEA ACGTCAGATC GAAATAATTT CICOGAGATA AAATSnTTG 5500 

AAAGGAAGCA TTTATGTAAC GGAGGTCATC GATIATTCCA GGGATQCACT 5550 
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GT[TAAAAGIT OCTftGAAICT GACTGACAAC AATCGCCATT AATIGOGTC 5600 

CGOOCACTOC CTTATICJCA GTGOGGQGGA CAGm3MTT TC1GTGA2TC 5650 

AOAACAATG TZATATTTQG TGCTTGIT3 CTICAOGGGG TICA2TIATC 5700 

GAAIAITRDC TTIAGGAOCT TCGGAQCIAA AIAIAACTIT ATTIGAACAA 5750 

AGTCGAAGTT IUICTITAOC CCGATAGCTA. ATCGGTCICG TCACICTAAG 5800 

ATCTOCAiaG TOnCAAATC CATOCAGCIA AICAAKXTT CAGAOOCIGA 5850 

CA1TCIAATT GTAACIGAAA TCCTADOCAC GTOGTAGACT TCAGA3TTCT 5900 

CAGCTSACAC AC ACTGCT CT TOCTAddA GGQCTCAATA TftAGCftmT 5950 

ACATGTCCTG TGGTmiCC TIAGATIUIC ATTIAGGAGA AAGGTCTAAA 6000 

GCTGGGCPSA ATGOCATQCA CTCATAGTOC CAGdACTIG GGAGGOOGAG 6050 

GIGAGAGGAT TGC1TCAGTC CTGGAGTTCA AAQOXAGQC TGQGAAACAC 6100 

AGTGAGACCT CAITGCIAAT AAAIAAAIAA ATGAA1AAAT AAATAAACAC 6150 

AIAAAIAAAT TCATLAAATA AATAAAGTCT TCAIGGTAIA GGAAAACACA 6200 

GATQCAAAGT TTTICTGOCT AGIGGCTGGT AA1GTIGCAA AOCTAACTOC 6250 

TTAGTCAACT GTACCACTTN NNNNTAGTIA AGASQGTAAA TTTEAGGATA 6300 

TCTCTEAITIT TTAQCACAAT TGGAAA1TOC TTICTTDCIA AAGITCAGTC 6350 

CAGITATCAT AIATILTITI' AAATTTTIAC TCTATGTATC TICAAGACAT 6400 

AACATICATA GAAAATITQC AAGAAIACTA CAAJGAACIC ATA1ACTCIT 6450 

CMCT3GAIT CACCAA1GTG GTOGTAGCT TTOGCTICAT AGGTTTCACA 6500 

TCTICITOCC TGOGTCIUrr AOOGTQCTQC CCACACACIC ACACACACAC 6550 

ACICACACAC ACAIACGGAT ATATGTTmC TCTTA2TAAT GTCAATK3TC 6600 

TCGAI2AAGT TTCAGGGATT ATCGTCCTIT ACOCTAICTA CTIGAGGGTC 6650 

TGTAIA1CGT CAGAACAAAG AGAAAGTCAT TTCTIGSA1C AlCACTCCAC 6700 

AAAGATAAAA AICAGGAAAT TIAACAATCA GAAAA1GGAG TCATTTAATC 6750 

ACAGAGIGCA TACTCAAAIT TIGCCAGCIT COOCAGAAAT TTCTTITITC 6800 

crrrrrmT tcitigticg agaoggagtc tciuiuigtc ggocaqgitc 6850 

GAQGGCAGTA GTGOGATCTC GGCTCACTGC AAOCTACACC TOCCAQGITC 6900 

TAGGGA1TCT CATGOCTCAG CdXDOCGIUT AGCIGGGACT ACAGGOGOOG 6950 

GCEACTGOGG TCITGAACIT CTGQOCTCAC CT3CTCTG0C CAOCTIGQCA 7000 

T0OCAAAATC TTTGGATIGC AGGOGTGAGA GCOCA03CCC GGCOCAGAIA 7050 

A1TITATIGA TAGGATITCT 3TTICTGATC CAGAGTOCAG TTGAGAATCA 7100 

CACCITGCAT GTGCITITCA GS HJlTlTiA GnTOCTITA ACCICTAATC 7150 

TTKX3TAAT TITILTIGTC ATICACGATA CGGACAITIT TOGAGAGGAT 7200 

AGACCAGITG GTITCCAGAA TAITCTGTAG TTIGGGCTTT TTCA1GTATT 7250 

TIAAAAGAGT TITCICACIC AG03TTIMT GCTGGCTACT CATOOCAIGT 7300 

AAGAGTCTAA GOGCTAGGAG TGTAAGTGCT GTGAGAGAOG GGATTIGAGC 7350 

CTIGAGTCAT TEAATACGAG AAGGACAATC AGAAGTAGAA TAAGAGAGAA 7400 
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GTGCAAAGGA GGCAGCAAAG T1GTCTGAGG GCAGrCTTOG GAAAGGAQGA 7450 

GGGTNATAIT TOGAACACCT TLJlTi'lOCTC TITICT3CTA AOGGACT0CT 7500 

GAAATAATGT T0CTQGGA1T CTIA1CAACA CATnJOTKT U\OCTTRGCT 7550 

AAAGdTITA TATAATAAIA CCGAGAGCAT GAATATCATT TILTIMTCA 7600 

TMTITATGT TTTACTGCIT AAATTCATAC GiKl'lTlTiA TITITAAGGG 7650 

CCGAAGCCIG AAQCICATAG CCAGGAACAG GGTCAC0CAC AGACT3GGTG 7700 

TGAGTCIGAA GATGGIOCIG ATCGGCAGGA GA3X3GAGOOG CCAAAICCAG 7750 

AGGAGGTGAA AACGCCTCAA GAAGGTAGGC AATCCATTAG GCA1QCACAT 7800 

TGTAGGGTGT CIUITIOCAC AGTATCATAT TGrE^ACTdT ACTATCTITT 7850 

TGAGAOGGAG TCTCX3CTCTG AAGAOCAGQC TCGAGIQCAG T3CTGOCATC 7900 

TCGGCTCACT GGAAATICIG TCIGCAGQGT TGAAGTCATT CTDCIGOCTC 7950 

AGOCTCIGGC GGAQOOGGGC TIACAGGCAT OdCOQOOQC GCCCAGCIAA 8000 

TTG1TCTATT TITAGTAGAG ACAQGGTITC GTTA1GTIGC ACAQGTIGTT 8050 

OCOGAACICC TGACCICAGG TGAJCCACCT GOdOGACCA TTGAAA1TGC 8100 

CGGGAITACA GGCAGAQCCA CCGTGCCCGk CX3CAGCATIA TAnnTAAT 8150 

AACAGAGAGG TAACAATACT GCGTCTTEAG TAACAGAGTT CITATA1AAA 8200 

GGITATriGA AACGB^GTIC AGGO00CAGC AOCCQGCTGA TAGACTGTCA 8250 

GATAGGGAAA CAAAGT3AGT CAAAGCTATC TIGAATTAAA AGTITIGAGT 8300 

ATAAATCCTT AAACCAGTAG CICACAATIT TCAGATQCTT TIGTAAAGGT 8350 

CTGCITrTAA TCAATACATA ACACGTITGT AACACCCATC ACTTGGTGTC 8400 

AAAAATGCIG AAGCACTCAT GCCGGTICTA ATAGCAGCTC TTACAGCdT 8450 

GGGGAGA1TC TCAGTCAGTC CTITOOCTTC TAAACCEATC TTTGGTICIT 8500 

ATGAAAATAG TGAGTTIAAG TCAGAGACTT TAAAACCATT TK3CATTOOG 8550 

Ti'lL'iTlCAT ACTCTGATCC TG1TGCATAG AATOGGTQGG ACACAGAGAT 8600 

CATCICTTOG CATQGTTIGT TAATCACAAA TCAJGAAACC CTGGCCCGAG 8650 

TCATCTGAAA A1CICIGAAT TCAGA3TTCA TIGTCAGTAA GACAGTGAQC 8700 

GGGOOCTCTG CTICATOCTA GTnTTOCGT GTQGAGAGCT GAATACGTAG 8750 

TATAAGATCT TGTGAAATIG TGAA1TCICC CTCTDCTTQG muriTtflT 8800 

TGTITQOGAC AGAGTCTCAG TGTGTCAOOC AGGCTQGAGT GCAGTCATGC 8850 

AATnCAGCT CACIGCAACT TCIQGCTOOC AGCTAAAQCC GTCCIOQCAC 8900 

CTCAGOCIGC OGAGTQGCIG GAACTACATC CACAAGOCAC CGTQCC1GAC 8950 

TACAI'ITi'lT TGTmCAlT 1TICTAGAGA TGAGGTCICA CTGIGTTQCC 9000 

CAGGCAGGGT TTCTCTGGCT TTIAATCAAC AATTQCITCT TI'ITITI DCT 9050 

TnMTEATT TATIATACTT TAAGTTTTAG GGTIACATCTG ACGTIGTGCA 9100 

GGTTAGTTAC ATACGTATAC ATGTCCCATC C1GTGCGCTG CACXXACTAT 9150 

CICATCATCT AGCATTAGGT ACATCICOCA GTGCTATOOC TOOOCCCTOC 9200 

CCCCAOOOGA CAACAGTCCC CAGQGTCTGA TATTOCCCTT CCTCIGTOCA 9250 
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3.3 updated LK new Sequence 



10 

1234567890 
TCTGA1CTCA 
GGTnTTIGT 
TCCATCTCOC 
TftlEDOCAIAG 
TGGACAJTIG 
■IAAACA1ACG 
GGGTAIKZAC 
TTMATCnT 
QCGAGAGACC 
TCAGCAIQGG 
CICTCAGTCT 
CGA1AIAATC 
TAGAGACATC 
CTTCCTGAGT 
GCTGACTGTT 
TCAGGGAGGA 
GCAGAGGITC 
TITACTOCAT 
GGCTCATCTG 
CIUITACAGG 
GAIQCAGGCT 
AAAQCITTAC 
TMTICEAGC 
GTKETGTAAC 
TCTTICITTC 
GCTQGAGIGC 
TTCAAQCAAT 
OCAOCAQGAC 

CATCITQGCC 
TCGCCTCCCA 
GGAGACAIAA 
ATQCTIGIGA 
TACAGAAACA 
Tm-MTIT 
TTICOOQQQC 
OCTOOCACAG 
GGOCOOCTOG 



20 

1234567890 
TTGITCAGTI 
IdTGOGMA 
TACAAAGGAC 
TGTATATCTG 
GGTIGGTIU: 

TCTQCACCTG 
CCACTAATCG 
CCCCAlDGGAA 
GTmGTTCG 
TCTCACTAAG 
TCATCAGCCA 
A3UIUIAATC 
AATTGAIAAG 
AATCAACTGA 
AATTCIAAGT 
AATCCLTm' 
AATTCOCTGT 
TTAATAAAAC 
AATAA1CTGT 
TGAAAAGCAA 
GCICCIAIGT 
AGOCTTCTGC 
TITl'IGAIQC 
TCICTGAGCT 

'mmu,'M' 

ACTQGCGOGA. 
TGICIQOCIC 
GO0CTGQCIA 
GGGCTGCTCT 
AACTGCT3GG 
TldTACATA 
ATTCTAAAGT 
TATCATCCTS 
TOLTITIUIA 
TGTTG7ITGNN 
TGCTGGGA3T 
TTGCCATTCT 



30 

1234567890 
COCAOCIAIG 
GTITACTGAG 
ATCAACTCTT 
CCACATITIC 
AAGTCTITOC 
TCTITAXM3C 
GA3X3GCTGGG 
AOCTIGAGTC 
TATCAICICT 
AIGOCTCIGC 
CTATTICTAA 
AIMCAAAIG 
ATTIAAAGTT 
AGTATQCTTT 
GCTTCTCACT 
AAATIUIGCA 
AAGACAOGGG 
OZAAACTGTA. 
T3CTAAGTCA. 
TCACAGIUIT 
TGGAAATTIG 
AAAGAAGICT 
TGTGAAATAT 
GGEATCTAGA 
TTIGAGADGG 
TCTCIGCICA 
AQOCTCOOGA 

AGirrrcriCT 

TGAACTOCro 
ATTACAGGCA 

TTOGrnrcr 

TERCTTCTAG 
GAATAAGAQC 
CmTlTlGT 

NrrriGAGiG 

ACTQQOGTQG 
AAAGAGTm 



40 50 

1234567890 1234567B9Q 

AGTCAGAATA TQ0GGH3TIT 9300 

AA1GATCA1T TCNAGTTICA • 9350 

CAU'lTlTiAG GGCIQCATAG 9400 

TTAATCCAGT CTA3CSEDGT 9450 

TA1CGTCAAT AATOOOGCAA 9500 

AGCA3GATIT KEMjICCTTT 9550 

TCAAATQCTA CAATTQCTTC 9600 

ACT3AAATAA ATATCAAATG 9650 

QGCATCTAQG TCAGTGATGC 9700 

TATCCATCCI CXTTCOCCCA 9750 

TAAGACTGTA GACACACAIA 9800 

TIACATCTAA GTITCAGCTT 9850 

GAAAGAOCAT GACIUIAGTA 9900 

ACACATGTCT TITOCAAA3T 9950 

TGAAAGGAAG CACATCATCT 10000 

GGIC1AOQCT CAAAGTITAT 10050 

AICAOOCAIA. GGGTTCTCIT 10100 

Grcrccrrrc taigcxtita 10150 

TGtfTOOCAAT OCTTCTGTIT 10200 

AAAAGAAGGC ACGITCAAAT 10250 

TICATTAAAA ITCIOOCAAT 10300 

TCOGCATCIT TTGTCAAGIT 10350 

GIAICAITCT TTCAAATCET 10400 

GACATCGITC TITI'ITITIT 10450 

AGTCITGCIC TCID3CCCAG 10500 

CIGCAACCCC QOCTOCCQGA 10550 

GTM3CTGGGA TEAIAGGCAC 10600 

TITIACIAGA GATCGTTIOG 10650 

AOCIDGTGAT TCAOCTQOCT 10700 

TQCAOGOCTC OGOGOOOGGr 10750 

ATCCAGOGGC CITCTCAAAT 10800 

GICGITnCA GICTTCAATA 10850 

AGrnrcrnT oooocArnT 10900 

AGAGACGGGG 1TIT3CCATC 10950 

CAAGTCATOC ACOCACGTCA 11000 

GCCAGGGGOC ACCCGTCGCG 11050 

ATnOCITIT CTCATnTAT 11100 
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3.3 updated LK new Sequence 



10 

1234567890 
GGCATTGOGC 
TEATCOCTGA 

CTCTOcrrrr 

TTOCAAAIIT 
ACAGTGCAIC 
AIATRGTCAA 
AAACTIGAGA 
TTAICAGAGC 



20 

1234567890 



30 

1234567890 



40 

1234567890 



50 

1234567890 



AGADOCAOOC 
TGAGAAACCG 
TITGTAGAGG 
GCTGAGAGIA 
TATTICGATr 
TICGRTTGAT 
CAGOCTCTCA 
TC 



GTEACAATQG 
AAAAAJTICA 
GACTTTA1CA 
TICA3TIGAA 
AOCACAGCGT 
AAATTTCTAC 
CICKTTCADC 



TCACACTQGA 

ACA3TT0GCC 
GACTGAGTCA 
TATATCTTCA 
TTTITCOCAT 
GrnTTRGCT 
GAQGCTQGAG 



CATOCITCTG 
ATCCTATICA 
TTGCAITCTG 
TTTTCATCAA. 
TCA1GGGTEA 

TQCQGTGGTG 



11150 
11200 
11250 
11300 
11350 
11400 
11450 
11462 
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We claim: 



Isolated nucleic acid molecule which encodes a GAGE 
tumor rejection antigen precursor, the complementary 
sequence of which hybridizes to SEQ ID NO: 2 9 under 
stringent conditions . 



2. The isolated nucleic acid molecule of claim 1, consist- 
ing of SEQ ID NO: 29. 



3. Expression vector comprising the isolated nucleic acid 
molecule of claim 1, operably linked to a promoter. 

4. Expression vector comprising the isolated nucleic acid 
molecule of claim 2, operably linked to a promoter. 



5. Isolated eukaryotic cell transformed or transfected with 
the expression vector of claim 3. 



Isolated eukaryotic cell transformed or transfected with 
the expression vector of claim 4 . 



7. Process for making an expression vector capable of 
encoding a GAGS tumor rejection antigen precursor, 
comprising inserting the isolated nucleic acid molecule 
of claim 1 into a vector which comprises a promoter, 
wherein said isolated nucleic acid molecule is inserted 
into said expression vector in operable linkage orienta- 
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tion to said promoter. 

8. Process for making an expression vector capable of 
encoding a GAGE tumor rejection antigen precursor, 
comprising inserting the isolated nucleic acid molecule 
of claim 2 into a vector which comprises a promoter, 
wherein said isolated nucleic acid molecule is inserted 
into said expression vector in operable linkage orienta- 
tion to said promoter. 



» 4 



WO 97/49417 



PCT/US97/10850 



1/8 



ft- 




Kilt 



1 t • 



Figure 1 



WO 97/49417 PCT/US97/10850 

2/8 




WO 97/49417 PCT/US97/10850 



3/8 



YRPRPRRy 
TYRPRPRRy 

YRPRPRRYV 

TYRPRPRryv 

w „„ RPRPRRYVB 
MSWRGRSTYRPRPRR 



* 

c 

0 

♦ 




10' 1 10° 



10' ID" 10- iff 

P«pWi ocneintratfon (nM) 
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QXCt-i 
0X61*3 

CXCI-* 

act- 5 



GI£I*1 
CXM-3 

aci-3 

CXCt-4 

cxat-ft 
excise 



CXCt-i 

excro 

CXCC*) 
GXGE-4 

oxer- I 
axec-f 



.*-....«,», > ff {g L 

XC0CCXM1X0 CTCTCXCOCXSTSCTCrSTSCTTCCTflCCC 

ctcxxxrrrcxcxiuaxTaxarrc«cx« xxcxTCsxccTXTrxTrssrcrxsGCtXA* 

• COCCACCCXX CTGTCXCGCXCrSCTSTCTCGm 



7CC9SXI 



T »wTctxcTcxeuwcx 
JrcwxcTc: : J.iw.TcrxcTcxcx«cx 



k ac CTCTSxsscxsrcc ii i v r ci STy 

VDI44 



x^x saTccxTcti cc Tcb^xAeTcxrxy 

tCCCSXCTCTI^CCTCjrXCTCXCXTICX 
TCCCSAC7C7T 

TCC&SXCI CTT& t C Cy 



TCTcrctflmrfjMrrwdSxaS 
rrcrcwxja^^srTOMkxwxx 



T7CXCXCX 
T7TC7GTSXXA 
TCTOTCTCXJlX 

tcrcrctcxAx 



rCTCXGTXhx 



i7?5vw5XCC 

ixsau 



VDC43 




*cgxs ••^X»CCCIX5XCCX>AESr 

yc ei?C '»»txrd5Gr5 T >ni pc xxo£cc 

tttxec rmxTTp;cc?XG»c£xx4pcc 
tcaxa :x?rxnb«CTxexccxx5bb&c 
*ecxcix7rxT±GccTXGX£tx«i£oc 




cxTTcececr 

iXTTCCCCCT 



Xt&C&CCCCCXSCX£;scx£tCXt&XXC?6 
XTCCC«C«XCCX5T5CX5TCX»CXXCTC 
XT6:C6CeCCXSCXCT7CXr7CXTCUCr6 
XTGCGKCCGAGCXXTrCXSTCXyCXttTC 

xTc:&«cccox£asmxsTsxnuctc 
xrccoauccx&cxcriastcxTajkarc 



cuccxccxAaecKjj^xxecoaxxcci 
cucaacxxcxgerflxxiixxflacauccx 
cxxccxscxx cxccraxxcxxccs&xxegx 

cxxecxscxxcx cc ycueijkscguxcex 

OXXCCXC£XX£X£CTCXXCXX£CCCXXrCX 



eCXXCTCXXCClCXCatCCTCCXCCWCT 
0£XXCTCXXCfl*tUCCXTCCT«UCCTCCT 



6CXXCTCXXCC7CX0C1TCCTCCMCTBCT 



CACZ-1 
CXCC* 3 
6XCZO 

cxor*4 

CXCt>5 

cxct-i 



axot-i 

0X01*3 
CXCI-1 

axoi-4 

CXC1-5 
GXSt'l 



(ikv^x&ccxcxccxT^x^saxacxTCTccx ccTCxxM^ccAxx&ccTftxxccipLXxsc cxfaxxcxAcattxcccx'cxcxctcccz^t 
cxggxc:5XCxscxtcacccxc£X*ctccx ccTCxxwcccxxoccrojiac^kTXfic exeaxxcxodOTcxeccx£xaxeiccc7eT 

CW«6C».CXCSXSCX5«\CCXTC*CCX «7CXX«CCCCXAfi£CTflAXftCTp ^TXOC CX63XXCX00QTCXCCCXCXCACTCCCTCT 
exSCXGSCXCXGGXTCXCCCXCCXTCWCX OCTCXXWOCCCXACCCTOXXXClfc kTXCC CAOGXXeXAaCTexCCCXCACXCreCCTCT 
C1C6&W6XCX5CXTCXCCSXSCXTCTCCA CCtCX>^«CCCXJl^TCX>OMf TXOC CXOGXXCAflGCTCXeCCXCXCXWCOCtOT 

exgcxg&axcxc&xwxftaexfieA»ctccx ccTCXACcc£csxxc;cwxxcg?^TXQC cx^oxxcxoacrexcr^^^^n^rTccc^CT 



exs rs to xx&xrc s rcrrsxr?* gcxcqxg 

£X±70;£XXOXTCG?CC?CX?CC5CX££Xfl 

5x:::ruXAsxrs::ccrcx^ccccxsixc 
cxcrcTCxxcxw:t:ctcxrc5CCxccx5 
cxs::rcxxcxtc:TCCtcx?c5:^5CXc 
cx:rcrcxxa::::c::cxrc^cx5:xfi 



XMaXCCC^CXXXrCCXGACSA&CTCXXX 

xboaxe , cc,s.:£xxxrccxftXflc>GGtGXxx 
xjroaxccgccexxxTecxcxc&x&craxxx 

xjrCGXCCCOSiXAXTCCXGXGGXiCrCXXX 
X7CGA£CCS£CXXXKCA£XGCXGefCXX> 

c pG^cccc;ex>A?ccx&xccxGGrcxxx 



ACGCCTGXAGXAG tfXKACSTCTCACXAT 

xccccrcxxcxxo 

X£CCCtCXACMC •• 

xrcccrcxACxxG 

XCCCC7CXXCXAG ....... 

Xr&CCTCXXCXXG 



J 

4 
4 

i 

4 
4 



CAGE* I 

exst-a 

CXCfJ 

cxcr-4 

CXGK-S 
CXCE-6 



CTTCCCCX&XCTCGGXrrtrCTCGCrrTTX ATfcXACXXTTCCTTCrTAAXTCWTeCCCA C£CXXXCC^^C3CXCrCXJLXTXTtJULXT 



4 
4 
4 
4 

4 

< 



«A31*1 QSCGXOXaXCCSrrTXOTTCCTXTCXTCW TCGSXTCTCXXSSiCXXTCXCXCrCITXXX XiXXfiKp 

CACI-3 • — • • S7CXXXX :CXXTClClCTCt£>^ X£XXc6sT3 

gxob'3 •** -*--5?cxxXx;cxxtcxcicrc=x^ xcxxcbj-' 

axoi*4 •3rax>Xx;yixtcxcxcTG=rai agxxw 

cagi*i ;tcxxxx :ixxTcxcicrc^>5^ x&xxghi 

cxct-4 • :icxxkx;cx>TCxcxc:cxmL xcxxi 



^axxxrorqrscxcccrcci 

^CXMTSOrCCXCGCTCCTi 
IXXXTG^TGCXGGCTCCT 

; uxTcwrc exx c erect 

tCXCCCTCCT 
XXCGCTCCt 



exct-a 
cxci-a 

CXCt-3 
CXCC* 4 
CXCt*5 

cxci-6 



ccrxisrrccxxj^tprcxT! 
ccTXTcrrGCXXjipj^rxcx?' 

ccrxTcrrjc 
GCTxtcrrcc 
crtXTcrrcGxxxp riq 



IXXX^I 



i ic tcccxxixMCcrrrxcwrcrrcTcJujO 
rc ?cccu:xxjk«r7:xcx5:crw;cxAx! cwlujulujulu 
tcccuxxxxccTTrxcxcccrrcrccxxx 
tcccxxTxxjxctrrxcxcccrtcrccxAx 
rc KCC^TxxxccrTrxcxcccrrcTCCxxAl 

KC£XXTXXXCCTtTx£XCrcr?CrCtXAX 
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CXCt'l 
GAGE* 2 

CX5XO 
GXCX*4 
CACE-3 
6ACC-4 



peptide 




*PftJl 



CFKRFSQrfiiEVXFXTftlCtrXTO &0:;FXXAQCSE2t£XflXGOGFtFXA 

ep)apror*r>rv*PXTPz*ciPXTO *ct>*xxxoxctatsxsxcocpxprx 

CPKSPtOrSDtVtPXTPrcCtPXTQ ^00?AJA0t5IDtiXSXCCOPrPtX 
CPXRPIOTfiStVtPXTPirSEPXTO JtQWXAAOXCJDXSXfiXCOCPKm, 

cpwo»ror^tvtpx:piicrpxio aowxxxoccDfcsxfxoocpxpxx 

OPKKPtOrgSgVIPXrPgCCIPXtO *03?XXXQ£SiatSX3XaQGP£FtX 



7i 
75 
7« 
74 
74 
74 



CXCK'2 
CXCX-1 
CXCC- 4 
CXCE-5 
GXCX-6 



csowK^owctcoGPscoMp pKwvxfptEMismxoTGztir tuowcnjcuwuo 

EkQtoGXPwc:rc»cpMoi?o* wtrarpnkrxQj&c 

xfc oxosa prec s scpcppcpy 3? pcteiyitpez srxQsoc — 

DSOWBr^TSCC^DGPDCO^^F FKTErVXTPEI StLQSOC 

C^CSgCHPQTOCECpCPDO^^ »*FXUVXTPIU3EKQ*QC 

DpQSQGRP&TgCtCIDCP5C0^^)P mxrVITPirCXtOSQC - ........ 



lit 

1X4 
HE 
11? 
117 
111 
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Stimulator cells 



MZ2-MEL-43 (F+) 
MZ2-MEL-2.2.5 (T) 
COS + HLA*Cw6 
COS ♦ HLA-CW6 4 QAGE-1 
COS ♦ HU-CwS + GAGE-2 
COS t- HLA-Cw6 + GAGE-3 
COS + HLA-Cw6 + GAGE-4 

COS +HW-Cw6 +.GAGE-6 
COS 4 HLA-Cw6 + GAGE-4 



'MM^m^m > 120 




>120 



>\20 



TNF released by CTL 76/6 (pg/ml) 
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Stimulator cells 

MZ2-MEL43 
COS 

COS + HLA-A29 
COS +HLA-A29 
COS +HLA-A29 
COS + HLA-A29 
COS •+ HLA-A29 
COS +HLA-A29 
COS + HLA-A29 
COS + HLA-A29 
COS + HLA-A29 

COS + HLA-A29 
COS + HU-A29 
COS + HLA-A29 
COS + HLA-A29 



+ MAGE-1 
+ MAGE-2 
+ MAGE-3 
+ MAGE-4 
+ MAGE-1 2 
+ BAGE 
+ GAGE-1 
+ GAGE-2 

+ GAGE-3 
+ GAGE-4 
+ GAGE-5 
+ GAGE-6 



>120 





>120 
>120 

>120 

>120 



20 



T 

40 



60 



80 



100 



120 



TNF released by CTL 76/6 (pg/ml) 



Figure?. Stimulation of MZ2-CTL 22/23 by COS-7 ceils transiently transfected with 
an HLA-A29 cDNA and MAGE, BAGE or GAGE cDNA. The CTL was added after 24 
hours and the production of TNF was estimated 24 hours later. MZ2-MEL43 was 
used as a positive control stimulator cell. 
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to 
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o 
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10 100 1000 

peptide concentration (ng/ml) 



YWPRPRRY J£-"0. 
| YYWPRPRRY| S t ai) 

TYYWPRPRRY ,b 

WPRPRRYV i * ' - 

YWPRPRRYV S3 " C 
YYWPRPRRYV 



Figured Lysis by M22-CTL 22/23 of lymphoblastic* cell line LB17-EBV incubated with 
GAGE-encoded peptide YYWPRPRRY. Thousand 51 Cr-labelled LB17-EBV target 
cells were incubated in 96 well microplates in the presence of various concentrations of 
peptide for 15 minutes at 37°C. An equal volume containing 6000 CTL was then 
added. Chromium release was measured after 4 hours at 37°C. We have indicated the 
final concentration of peptides during the incubation of the target cells with the CTL. 
The arrow indicates the percentage of lysis of MZ2-MEL43 cells. 
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